Distribution of target area SNPs associating with CHD
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Densitogram of the statistically significant SNPs along the resequenced target area.
Bandwith = 700 kb. The positions of bases along chromosome 9 are indicated on the x-axis.
The green vertical lines indicate the positions of the 28 SNPs that associate with CHD. (See
the bolded lines in S5 Table.) The black vertical line indicates the position of the deletion
upstream NOG at 31453837-31453860.



